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Eggerthella lenta, a bacterium of the intestinal human gut flora has rarely been reported to cause significant infections. We report two cases of bacteremia and the first case of liver abscess due to Eggerthella lenta identified with the rrs gene analysis. included an ovarian carcinoma with peritoneal metastatic involvement for which she received 28 antimitotic chemotherapy. A gastro-intestinal derivation was placed for intestinal obstruction 29 a few months ago. At admission, an abdominal CT scan confirmed the presence of a liver 30 abscess that was treated by surgical drainage. Collected pus from the abscess grew two 31 anaerobic bacilli, which were identified by rrs gene sequencing as Clostridium paraputrificum 32 and E. lenta. They were only susceptible to metronidazole and vancomycin. Antibiotic 33 therapy with metronidazole (1,5g/day) was started. The patient responded favourably. 34
A C C E P T E D
The bacterial strains in these cases were isolated in blood cultures from patient 1 and 2 35
and from a liver abscess for patient 3. The 3 clinical cases that we have reported thus far are reported in Table 1 cell disease (7), a cutaneous abscess in a IVDU (8) and occurrence of bacteraemia in two 67 single cases, one after a sub gingival irrigation (9) and another in association with a 68 concomitant cytomegalovirus pneumonia (10) . 69 E. lenta has also been isolated from appendix tissue samples obtained at surgery from 70 children with suspected appendicitis (11) , and isolated in polymicrobial infections with 71 others anaerobic bacteria, notably in colonized aortic aneurysms wall (12) . Pelvic 72 inflammatory diseases, infected bed sore might be complicated by E. lenta bacteraemia (2) . 73
Throughout the available literature, Eggerthella sp. bacteremia was reported in 10 cases, 74
on August 30, 2017 by guest http://jcm.asm.org/ Downloaded from (infectious and tropical diseases department, Marseille, France) are included in Table 1 . 76 E. lenta bacteremia has been associated with high risk of morbidity and mortality such as 77 septic shock and disseminated intravascular coagulation (2, 13) . Among patients with 78 documented bacteraemia, the major risk factors were advanced age and underlying diseases 79 such as neoplasia, immunosuppression and involvement of the gastro-intestinal or genital tract 80 (2, 5) . In our three cases, patients had a past history of digestive disease. 81
To our knowledge, E.lenta has never been isolated in liver abscess, probably because the 82 samples are currently polymicrobial and E. lenta is difficult to isolate with conventional 83 methods. 84
Molecular techniques are very useful for the specific diagnosis of polymicrobial anaerobic 85 non-sporulating Gram-positive bacilli bacteraemia. Two novels species, E. hongkongensis and 86 E. sinensis, have been identified by rrs gene sequencing (13) . For the first time, we have been 87 able to identify E. lenta in a hepatic abscess using molecular techniques. 88
These 3 cases that we report confirm that E. lenta is likely to be a more common pathogen 89 than previously expected. Moreover, it is frequently associated with polymicrobial bacteremia 90 and a remarkable and consistent finding is that E. lenta is susceptible to different antibiotics 91 explaining the diversity of antibiotic treatment given to these patients. 92
Based on our findings, we assume that the application of rrs gene sequencing would thus 93 enable to wider clinical spectrum of E. lenta infection. 94 
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